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Evaluate the miRNA pattern in samples from CML patients who either never 
responded to TKI treatment or had lost molecular response anytime during 
tretament.

As far as we know, this is the first report comparing those groups from an 
epigentic approach. 
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Figure 1: (A) BCR-ABL fusion gene is formed by a reciprocal translocation which places the C-
ABL oncogene on chromosome 9 under the control of the BCR locus on chromosome 22. 
The der 22 chromosome containing the BCR-ABL fusion product is known as the 
Philadelphia chromosome. (B) Phosphorylation of multiple targets by the BCR-ABL fusion 
kinase leads to deregulation of key cellular processes such as proliferation, checkpoint 
control, cell cycle arrest and apoptosis.

Table 1: five miRNA more frequent in Primary and secondary resistance group. 

Figure 3: Venn diagrams – 12 miRNAs only expressed in primary resitance group nad 17 
miRNAs only expressed in secondary resistance. 
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