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Breast cancer is the cancer type that affects most women around the world 
(1). The classification of the tumors in different molecular subtypes has been 
associated not only to the clinical pathological features of the disease, but 
also to its own prognosis (2). 
The current study has the goal to identify the frequency of the molecular 
subtypes according to the age group, and to estimate its association with the 
clinical staging of the breast cancer 

Study design: cross-sectional study 
Population: 1921 women identified from the Hospital Cancer Registry (HCR) 
Inclusion criteria: women with breast cancer, aged 18 or over, with 
information about immunohistochemical markers and who were diagnosed 
and treated in a reference center for cancer treatment between 2008 and 
2009. 
Exclusion criteria: 52 women were excluded for the following reasons: 
previous cancer (30), DCIS (ductal carcinoma in situ) (16), simultaneous 
primary cancer (5) and lobular carcinoma in situ diagnosis (1). 
Coleta de dados: Data were collected from electronic medical records. 
Outcome: Molecular subtypes and clinical staging 
Independent variables: clinical, surgical and socioeconomic variables 
Statistical analysis: A descriptive analysis was performed. The chi-square test 
was used to compare the clinical and demographic characteristics according 
to the age group. The association between independent variables and the 
outcome was performed by using Odds Ratio (OR). The data considered 
clinically and statistically relevant (p <0.20) in the univariate analysis were 
included in the logistic regression analysis by the stepwise forward method. 
For all the analysis, p<0.05 was considered statistically significant. 
Ethycal issues: This study was approved by the Committee of Ethics in 
Research of the National Cancer Institute according to the CNS number 
466/12 resolution under the number 128/11. 

A total of 1869 women remained at the end of the study with a mean age of 
55.7 years (±13.0). Out of these, 196 (10.5%) were young (= 40 years old). The 
socioeconomic variables associated with young age at diagnosis were: having 
studied for at least 8 years, living in the capital of the state of Rio de Janeiro, 
and the absence of a smoking habit. In addition, young women had a greater 
chance of diagnosis at advanced staging and triple negative tumors. 
Among the young women, there was a greater risk of diagnosis at an 
advanced stage (>IIA) in the cases classified as triple negative (OR=5.4; 
CI95%=1.88-15.84), having the luminal subtype as a reference. Among the 
non-young women, the risk was increased in the triple negatives cases 
(OR=2.3; CI95%=1.63-3.26), HER2 (OR=1.8; IC95%=1.24-2.73) and luminal B 
(OR=1.5; CI95%=1.05-2.14). 

The triple negative molecular subtype was associated with diagnosis at an 
advanced stage, regardless of the age of the patient. Luminal B and HER2 
subtypes were associated with diagnosis in an advanced stage only in women 
over 40 years of age 

Table 1 - Sociodemographic and clinical characteristics of women with breast cancer 
enrolled in the study, 2008-2009, by age group 

Table 2 – Multiple analysis of the association between molecular subtypes and 
clinical stage by age group 
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