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EVALUATION OF DESMOGLEIN 1 ALTERATIONS 
IN ESOPHAGEAL CARCINOGENESIS

• This is the first study to show that the downregulation of DSG1 expression might be a 
consequence of its promoter hypermethylation in ESCC and might be associated with cellular 
differentiation.  

•  
•  

GLOBOCAN. Cancer incidence and mortality worldwide. (http://wwwdep.iarc.fr) (2012);
Lima SCS et al. Epigenetics 2011; 6(10):1217-27

• A previous study from our group identified a hypermethylation of DSG1 promoter in ESCC, in 
comparison with the non-tumor surrounding tissue.

•
•

•

Esophageal cancer (EC) is one of the ten most frequent tumors worldwide.
EC Five-year overall survival is lower than 20% in Brazil and worldwide, what is a consequence of 
the lack of symptoms in the early stages of the disease, causing a late diagnosis and inefficient 
treatment. 

Esophageal squamous cell carcinoma (ESCC) accounts for around 80% of all EC cases. 

Imunohistochemistry; RT-qPCR; pyrosequencing; 5-Aza-2’deoxycytidine treatment.
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OBJECTIVE
To evaluate the presence of DSG1 molecular alterations in ESCC
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