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Examine DNA methylation as a regulatory mechanism of esophagin expression in ESCC. 
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CHARACTERIZATION OF THE EXPRESSION 
PROFILE OF APOBEC AND TET FAMILIES IN 

ESOPHAGEAL SQUAMOUS CELL CARCINOMA

• To evaluate the expression profile of APOBECs and TETs in ESCC and the functional consequences 
of their possible deregulation

• The deregulation of the APOBEC family of genes is a common feature in ESCC and may be 
associated with the occurrence of TP53 mutations.

•

•

•

The mRNA expression of APOBECs and TETs was determined by RT-qPCR in tumor and matched 
surrounding non-tumor tissue from 30 patients with a confirmed diagnosis of ESCC;
A receiver operating characteristic (ROC) curve was plotted for the use of gene expression as a 
marker to distinguish normal-appearing surrounding mucosa and tumor tissue;
TP53 mutations were evaluated by NGS in ESCC and correlated with APOBECs expression. 
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Esophageal squamous cell carcinoma (ESCC) is one of the main histological types of esophageal 
1,2cancer worldwide and in Brazil . Although its high incidence and mortality rates, the 

3mechanisms that lead to ESCC development are still poorly understood .
 Alterations of DNA methylation are a common event in ESCC and may preceed the first genetic 
alterations, however what leads to this deregulation is still unkown4. The specific pattern of 

5DNA methylation depends on the balance between methylation and demethylation processes .
More recently, APOBEC proteins (cytidine deaminases), related to the generation of genetic 

6variability, have also been implicated in active DNA demethylation  as well as TET proteins, 
7which are involved in the hydroxylation of 5-methylcytosine . Besides, an APOBEC-mediated 

mutational signature in ESCC suggests that APOBEC-catalyzed deamination provides a source of 
8mutations in ESCC .
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